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AMENDMENTS TO THE CLAIMS 

1. (cv rently amended) A method for screening for compounds hat affect 
uncoupling, comf ising: 

(a) contacting a mammalian cell or tissue sample with a cs ndidate compound; 
cmd 

(bj analyzing tfee expression of a polypeptide having at lea it 90% sequence 
identity to fee apolypeptide encoded by SEQ ID NO: 1 or 2 : and 
analyzing mitochondrial membrane potential , and hnv: ag uncoupU ftg 
activity, within th e sampl o 

2-26. (cz tceled) 

27. (ci rently amended) The method of Claim 1 claiml, wherein the analyzing 
comprises analyz; ig the expression of a polypeptide having at least 95% amino acid sequence 
identity to the pre sin encoded by SEQ ID NO. 1 or 2. 

28. (ci rently amended) The method of Claim 1 claim L wherein the mammalian 
cell or tissue sam; e is a human cell or tissue sample. 

29. (cx rently amended) The method of Glara-4-claim L wherein the analyzing 
comprises analyzi :g the expression of apolypeptide having at least 90% amino acid sequence 
identity to the pre sin encoded by SEQ ID NO: l. 

30. ^rently amended) The method of €ifl3B£i- cIaim 1. where#Ihe analyzing > 
comprises analyz: ig the expression of a polypeptide having at least 90% amino acid sequence 
identity to the pre sin encoded by SEQ ID NO:2 , 

31. (ci rently amended) The method of Cte » claim 2 8. wherein the analyzing 
comprises analyz ig'the expression of a polypeptide having at least 95% amino acid sequence 
identity to the pre sin encoded by SEQ ID NOt l or 2. 
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32. (currently amkied) The method of Gfakn - claim 2 8. wherein the analyzin.: ; 
comprises analyzing the expiession of a polypeptide having at least 90% amino acid sequer ce 
identity to the protein encod* d fry SEQ CD NO: 1 . 

t\ 

33. (currently amfnded) The method of Qaaa - claim 2 8. wherein the analyzin; : 
comprises analyzing the expj ebion of a polypeptide having at least 90% amino acid sequer ce 
identity to the protein encode d jy SEQ ID NQ:2 . 

ill 

34. (currently ami alcjed) The method of Claim 1 claim 1, wherein the analyzii; $ 
comprises analyzing the expi ession of a polypeptide having at least 95% amino acid sequer ce 

identity to the protein encode d 3y SEQ ED NO: 1 . 

If} 

35. (cuirentlyam<£(led) The method of Qafet4-_clam^ 

comprises analyzing the expi ssiion of a polypeptide having at least 95% amino acid sequence 
identity to the protein encode i by SEQ ID NO:2 . 

36. 



(currently am< ©tied) The method of Qaan - claim 2 8. wherein the analyzing 
comprises analyzing the expi b| jion of a polypeptide having at least 95% amino acid sequer ce 
identity to the protein encode i vy SEQ ID NO: h 



37. (currently 
comprises analyzing the expression 
identity to the protein encode c| 



titled) The method of Qaiaa - claim 28, wherein the analyzing 
of a polypeptide having at least 95% amino acid sequer ce 
jySEOlDNO:2. 



38, (new) The m Alsod of claim l 5 wherein the candidate compound is a member 

Jj; \\ % * 

selected from the group consi#!ng of a small molecule, a i^Iyauclebtide, a modified - p*?. 

polynucleotide, a polypeptid y&h antibody, an antibody fragment and a modified antibody. 



39. (new) The m ejthod of claim 1, wherein the polypeptide is SEQ ID NO:l. 



40. (new) The m ctliod of claim 1, wherein the polypeptide is SEQ ID NO;2, 
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41 . (new) A method for screen ing for compounds that affect uncoupling, 
comprising: 

contacting a mammalian eel I or tissue sample with a candidate compound; 
analyzing expression of a polypeptide encoded by SEQ ID NO: 1 or 2, and 
having uncoupling activity within the sample. 

42. (new) The method of claim 41, wherein uncoupling activity is detecting the 
expression of the polypeptide. 



43. (new) The method of claim 41, further comprising analyzing mitochondrial 
membrane potential in the sample. 

44. (new) A method for screening for compounds that affect uncoupling, 
comprising: 

contacting a mammalian cell or tissue sample with a candidate compound suspected of 
affecting uncoupling; and 

analyzing expression of a polypeptide having at least 90% sequence identity to a 
polypeptide encoded by SEQ ID NO:l or 2 

45. (new) The method of claim 44, wherein the analyzing comprises analyzing the 
expression of a polypeptide having at least 95% amino acid sequence identity to the protein 
encoded by SEQ ID NO: 1 or 2. 

*'f '' .... 

46. (new) The method of claim 44, wherein the mammalian cell or tissue sample is a 
human cell or tissue sample. 

47. (new) The method of claim 44, wherein the analyzing comprises analyzing the 
expression of a polypeptide having at least 90% amino acid sequence identity to the protein 
encoded by SEQ ID NO: 1. 
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48. (new) The method of claim 44, vherein the analyzing comprises analyzing the 
expression of a polypeptide having at least 90% amino acid sequence identity to the protein 



encoded by SEQ ID NO:2. 




49. (new) The method of claim 46, vherein the analyzing comprises analyzing the 
expression of a polypeptide having at least 95J& amino acid sequence identity to the protein 
encoded by SEQ ID NO: 1 or 2. 



50. (new) The method of claim 4i 
expression of a polypeptide having at least 96% 
encoded by SEQ ID NO: 1 . 



, vherein the analyzing comprises analyzing the 
'o amino acid sequence identity to the protein 



51. (new) The method of claim 46, vherein the analyzing comprises analyzing the 

II 

expression of a polypeptide having at least 90fo amino acid sequence identity to the protein 
encoded by SEQ ID NO;2. 



52. (new) The method of claim 44, ^herein the analyzing comprises analyzing the 

I 

expression of a polypeptide having at least 95^ amino acid sequence identity to the protein 
encoded by SEQ ID NO: 1 . 



53. (new) The method of claim 44, * ^herein the analyzing comprises analyzing the 
expression of a polypeptide having at least 95J4 amino acid sequence identity to the protein 
encoded by SEQ ID NO:2. 

F 

54. (new) The method of claim 46, vherein the analyzing comprises analyzing the 
expression of a polypeptide having at least 9$p> amino acid sequence identity to the protein 
encoded by SEQ ID NO: 1 

55. (new) The method of claim 4 >, s vherein the analyzing comprises analyzing the 
expression of a polypeptide having at least 9f( % amino acid sequence identity to the protein 
encoded by SEQ ID NO:2. 
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56. (new) The method of claim 44, wherein the candidate compound is a member 
selected from the group consisting of a small molecule, a polynucleotide, a modified 
polynucleotide, a polypeptide, an antibody, an antibo ly fragment and a modified antibody. 

57. (new) The method of claim 44, where in the polypeptide is SEQ ID NO: 1 . 

58. (new) The method of claim 44, wherein the polypeptide is SEQ ID NO:2. 

59. (new) A method for screening for compounds that affect uncoupling, 
comprising: 

contacting a mammalian cell or tissue sample with a candidate compound; 
analyzing expression of a polypeptide having at least 90% sequence identity to a 
polypeptide encoded by SEQ ID NQ: 1 or 2; and 

analyzing effect of the compound on membrane potential, 

60. (new) The method of claim 5 9, where in the analyzing comprises analyzing the 
expression of a polypeptide having at least 95% amino acid sequence identity to the protein 
encoded by SEQ ID NO: 1 or 2. 

61. (new) The method of claim 59, where in the mammalian cell or tissue sample is a 
human cell or tissue sample. 

^ 62. (new) The method of claim 59, whef^tn the analyzing comprises ; analyzing th£ 

expression of a polypeptide having at least 90% amino acid sequence identity to the protein 
encoded by SEQ ED NO: 1. 

63. (new) The method of claim 59, wherein the analyzing comprises analyzing the 
expression of a polypeptide having at least 90% amino acid sequence identity to the protein 
encoded by SEQ ID NO:2. 
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>4 . (new) The method of claim 6 1 , wherein the anal jfetig comprises analyzing the 
expres on of a polypeptide having al least 95% amino acid sequ|ac e identity to the protein 
encode by SEQ ID NO: 1 or 2. 



»5. (new) The method of claim 61, wherein the analy ring comprises analyzing the 
expres: on of a polypeptide having at least 90% amino acid sequence identity to the protein 
encode by SEQEDNO:l. 



»6. (new) The method of claim 61, wherein the analy i 
expres; on of a polypeptide having at least 90% amino acid sequ<gic 
encode bySEQlDNO:2. 



J. (new) The method of claim 59, wherein the analyji: 
express on of a polypeptide having at least 95% amino acid sequence 
encode by SEQ ID NO: 1. 



8. (new) The method of claim 59, wherein the analytic 
expres: on of a polypeptide having at least 95% amino acid sequ^ic 
encode by SEQ ID NO:2, 



ir g comprises analyzing the 
e identity to the protein 



rg comprises analyzing the 
identity to the protein 



ii g comprises analyzing the 
s identity to the protein 



9. (new) The method of claim 61 , wherein the analy rir g comprises analyzing the 
expres, c on of a polypeptide having at least 95% amino acid seque 2 identity to the protein 
encode . by SEQ ID NO;L 

- ■ ■ -mf v 

0. (new) The method of claim 61, wherein the analyfeirg comprises analyzing the 
express on of a polypeptide having at least 95% amino acid sequc ace identity to the protein 
encode by SEQ ID NO:2. 

1 . (new) The method of claim 59, wherein the candi la' e compound is a member 
selects from the group consisting of a small molecule, a polynuc s</tide 5 a modified 



polynu eotide, a polypeptide, an antibody, an antibody fragment 
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72. (new) The method of claim 59, wherein the polypeptide is SEQJ O NO: 1, 

73. (new) The method of claim 59, wherein the polypeptide is SEQ J 0 NO;2- 
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